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Problem



TRAcET?

- Presented in 2021 at ACIPC

- A Gant chart tool to visualize patient 
crossovers

- Minimised Infection Prevention 
workload

- However:
▪ Required setup by EDMS
▪ Was only available on one 

machine
▪ Worked off excel sheets with 

no central store



Approach



Disparate Data Sources

Data Warehouse

CERNER

IPM

- Data warehouse access gained

- Creation of a centralized REDCap 
database 

- This allowed
- Visualisation of IP work
- Clean data storage and 

validation of excel
- A central store for marrying 

CERNER, IPM and IP work



Data Infrastructures

- CPO Database with three forms

- Specimen detail but also IP 
administration and epidemiology 
work

- Resistance information has been 
structured 

- Contact tracing we hope to 
automate



Does Power BI have the functionality?

Available to all with 
security features

Pros Cons

- Automated 
refresh

- Filter support
- Integrated into 

intranet
- Secure and 

well 
established

- Well supported 
in most 
hospitals

- Custom R 
visuals can be 
used

- Visuals 
supported can 
be basic

- Custom R 
visuals lose 

- Now all data is in a central location 
we can use power BI

- But does it have the functionality?

- We wanted a repeatable, refreshing 
and accessible tool for use.

- We can use hover functionality 
through power shell coding



Script integration and build

- SQL scripts run hourly

- Power BI visualises this data and 
allows us to filter by anything in 
database and EMR

- Outbreak graphs are provided almost 
live

- Allows us to host the TRAcET tool –
once coded into a visual 



Results



TRAcET Demo



Final thoughts



TRAcET Demo

- Relieved Data Team Reliance

- Auto updated every hour

- Safeguarded and validated nurse database 
through CPO

- Highlighted Crossovers quickly

- Allows filtering based on anything in the EMR 
or CPO database including genomic mutations

Future 
Directions

Introduce 
more 

genomic 
sampling

Provide tool 
to other sites

Automate 
database 

Other views 
or tools to 

add

Missing link 
analysis

Increase use 
and 

familiarity
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